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WAL, BiES1 B RTRET3LY, ARLES XN RESIELA. Y2 7MDNALE
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BWEONITNT 17 —Hili T, 1ERISBRAIERFITORREE
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PCRIRL:IE. 10 W LRIGFR TRBALL TLET.
[ BE51rv7
| (g Es 188

BRRDERD
DNAZ2O? M T
MMBERNE
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EZSCO02 A—L—-PCRY O Salmonella spp. invA 48T A~ 60,000
EZSCO03 A—L—-PCRYAY  Mycoplasma pneumoniae dnaJ 48T A A 60,000
EZSC04 A—<—-PCRZO< b Legionella pneumophila dnaJ 48T AH 60,000
EZSCO5 A—>—-PCRZO< bk Escherichia coli Shiga2 stx2 48T ANH 60,000
EZSC06 A——-PCRZA< bk  Mycobacterium tuberculosis dnaJ 48T ANH 60,000
EZSCO7 A—<—-PCRZO~ Escherichia coli dnaJ 48T A~ 60,000M
EZSCO8 | A1——-PCRY O~ Escherichia coli Shiga1 stx1 48T AMH 60,000M
EZSCO9 | A —>—-PCRZOYh Shigella-Invasive E. coli virB 48T AMH 60,000
EZSC11 A——PCRZA<k Campylobacter jejuni dnaJ 48T A~ 60,000
EZSC12 A——-PCRZOX Listeria monocytogenes dnaJ 48T A~FH 60,000M
EZSC13 A——-PCRZO<  Chlamydia trachomatis 16SrDNA 48T A~ 60,000
EZSC14 |A—L—-PCRZO~ Chlamydophila pneumoniae dnaJ 48T A~A 60,000
EZSC15 |A—>—-PCRYA< Neisseria gonorrohoeae dnaJ 48T AA 60,000
EZSC16 |A—L—-PCRZO~ Mycoplasma pneumoniae dnaJ 48T A~A 60,000
EZSC17 |A—L—-PCRZOY Porphyromonas gingivalis dnaJ 48T AA 60,000
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Salmonella spp.
A—<—-PCRY O~ for Meat Analysis | Shigella - Enteroinvasive E. coli —
Ezdlgol (4R BADFERE) Escherichia coli (shigal) 48T AH 75,0008
Escherichia coli (shiga2)
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D199 NR(EE:4.7kg)
16 well (ffi#&3577A:HiAl)
ER:AC100V(50/60Hz
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7095 Lh—REEA B

Low Profile PCR tube®
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4 well (ffi#&3277:#HA)
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Low Profile PCR tube®H
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